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Expression and significance of miR-548e-3p in colorectal cancer
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[Abstract] Objective: To study the difference of miR-548E-3p and to verify the role of miRNA in colorectal cancer. Methods: The miRNA data
of colorectal cancer was downloaded using the Cancer Genome Atlas database (The Cancer Genome Atlas, TCGA) and the
expression of mir-548e-3p in colorectal cancer was screened using the limma R package. Protein samples were extracted 48 hours
after transfection of miR-548e¢-3p inhibitor, including the levels of E cadherin and N; SW 620 and HCT116 cells were transferred to
the nick compartment 6 hours after transfection, and the distance between cells was observed 24 hours after further transfection.
This study also examined the expression of miR-548e-3p between carcinoma and distal normal tissues from seven colorectal cancer
patients.Results: mir-548e-3p was highly expressed in TCGA colorectal cancer. The expression level of E cadherin was higher than
that of the inhibitor group, and N cadherin was lower than that of normal controls. The cell migration speed of the inhibitor group
was significantly lower than that in the normal control group. The expression level of miR-548e-3p in patient cancer tissue was
significantly higher than that in normal intestinal tissue.Conclusion: mir-548e-3p plays an oncogenic role in colorectal cancer, and
its detection is beneficial to determine the migration and invasion ability of colorectal cancer.
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