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Clinical research progress on hypertension drug-related genes
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[Abstract] Hypertension has always been one of the main diseases threatening human health. It is an important risk factor for cardiovascular

and cerebrovascular diseases such as heart failure, acute coronary syndrome, arrhythmia, and cerebral infarction. The 2021

China Cardiovascular Health and Disease Report [1]shows that in 2018, the prevalence of hypertension in Chinese adults was

27.5%, with awareness and treatment rates of 41.0% and 34.9%, respectively, while the control rate was only 11.0%. Genome

wide association studies ( GWAS ) have confirmed that genetic factors are not only associated with the occurrence of

hypertension, but also with individual differences in response to antihypertensive drug therapy [2].
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