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Clinical value of the molecular detection technology of pathogenic microorganisms in the diagnosis and prognosis evaluation of sepsis
Xu Yunfeng
Hubei Shishou City People's Hospital Laboratory
[Abstract] Objective: To analyze the application value of the molecular detection technology of pathogenic microorganisms. Methods: Select
100 suspected patients from January 2022 to December 2023, selected patients underwent polymerase chain reaction ( PCR )
and multiple PCR tests, evaluate the application value in the diagnosis of sepsis according to the prognosis of the septic
patients, and compare the difference of 16S rDNA load of PCR test between the two groups. Results: (D In this study, 56100
patients were finally diagnosed sepsis, 49 PCR diagnosed sepsis, 11 missed, 4 misdiagnosed, 55 multiple PCR diagnosed
sepsis, 3 missed, 2 misdiagnosed, the sensitivity, accuracy and negative predictive value of multiple PCR were significant
(P <0.05); the 16S rDNA load of PCR in @ cured group was significantly lower than that of the untreated group, and the
difference was significant ( P <0.05 ) . Conclusion: The application value of multiple PCR is higher in sepsis diagnosis than that
of PCR, and the PCR test has 16S rDNA load in evaluating the prognosis of sepsis patients, and can be popularized.
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