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Analysis of cervical lesions and cervical high-risk human papillomavirus infection
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Abstract Objective To explore the relationship between cervical lesions and cervical high-risk human papillomavirus infection.
Methods A total of 1000 women who underwent cervical high -risk human papillomavirus testing in our hospital from
January 2020 to January 2021 were selected as the research subjects. Results 104 cases of female high-risk HPV were
positive, including 24 cases of cervical squamous cell carcinoma, 34 cases of cervical intraepithelial neoplasia, 46 cases of
cervicitis, and cervicitis accounted for the highest proportion. The infection rate of HPV16 was higher than that of HPV52,
HPV18 and HPV33, and the difference was statistically significant (P<0.05). The positive detection rate of high-risk HPV
in women aged 36-50 (48.08%) was higher than that in other age groups, and the difference was statistically significant
(P<0.05); the incidence of advanced lesions in women aged 36-50 was higher than that in other age groups (P<0.05); the
incidence of cervical cancer in women aged 51-65 was higher than that in women aged 20-35 and 36-50, and the
difference was statistically significant (P<0.05). HPV16 infection is the main HPV type that causes cervicitis, cervical
intraepithelial neoplasia and cervical cancer in women. Conclusion High-risk human papillomavirus infection of the cervix
plays an important role in the occurrence and development of cervical lesions, especially HPV16 infection. The clinical
detection of HPV infection and subtype distribution in women should be strengthened to diagnose and prevent cervical

disease as soon as possible.
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